PIE Gas Chromatograph

A gas chromatograph (GC) is used to
separate and guantify complex
mixtures. You will use the CASPIE GC
to quantify Fatty Acid Methyl Esters
(FAME) in food samples.

You must have already created and
saved a batch file before you run the
GC. (Instructions for this are provided
in a different document.)

Please Note:

DO NOT make any changes to the
Instrument that are not instructed in
this document. Others will use the
instrument after you. Be courteous to
your fellow students and leave them a
usable instrument!
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CASPIE

* To open the GC control software launch your web browser and navigate to
the CASPIE instrument website at htips://instruments.caspie.org.

» Enter your account information to login.

= MetaFrame Presentation Server Log In - Windows Internet Explorer

@E’T‘}" - |E, htkps: ffinstruments. caspie. orgfCikvix/MetaFrame authflogin, aspo V| ﬂj
 Google[G~ | v]6o o @ B v | 1y Dosknarksy Bpostiocked P check v Akl v Al [sSendtor |
ﬁ '11;? [gMetaFrame Presenkation Server Log In l l

Web Interface

C AS P I E for MetaFrame® Presentation Server

Log in @ Welcome Authorized Users of CASPIiE Instrumentation

User name: Please enter your account credentials then click Login to get access to your reserved instrument time.
: If iour have trouble logining in, contact Debbie Steffen by email or phone [765-494-4959)

|Jm5m|th ‘ iew Instruments

Password:

|I'I'I'I'I'II'I'I'| ‘

Message Center

Advanced Options >>>

Nt AT e

The Message Center displays any information or error messages that may occur.
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R © CASPIE

The software used to control the GC {= MetaFrame Presentation Server - Windows Internet Explorer
instru ment iS Ca”ed ‘GC Rem Ote 6; - |g, https: | finstruments, caspie, orgCitrixMetaFrame/sitefdefault, as .
ContrOI’. Gmgle“(_;v V|G-:| u@ E‘ - ﬁ Bookmarks

Tk 'ﬁ? [ g MetaFrame Presentation Server I i

Web Interface

C AS P I E for MetaFrame® Presenta

You will also see the icon for GC data Applications ) /L )~ Welcome AuthJ

processing. You will always have

You will only have access to the GC
instrument for remote control during
your scheduled hours.

i ﬁ Top Gl Up Flease enter your ac
access to the GC data processing afur have trouble |
software during a CASPIiE module. L@ %% iew Instruments

GC Data GC Remote Message Cente
Processing Control
The Message Center
Disconnect ] [ Log Off ]

e b gtk oo a b e a o S _\_'.__‘r-*-‘-'\---x PN Y
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While you are using the GC you
can view the actual instrument
live via an internet camera. (Note
that Java is required for loading
the camera image.)

The camera is accessed via the
link labeled ‘View Instruments’
next to the green eye.

When you click the link another
browser window will open.

{= MetaFrame Presentation Server - Windows Internet Explorer

6;: - |g, https:,l',l'instruments.caspie.u:urg,l'Citrix,l'MetaFrame,l'site,l'u:leFauIt.aspi

Gmgle“Gv V|G-:u w0 B~ % Bockmarks
Tk 'ﬁ? [grﬂetaFrame Presentation Server I_ i

Web Interface

C AS P I E for MetaFrame® Presenta

Applications E} 4 & Welcome AuthJ

ﬁ Top Gl Up Flease enter your ac
afur have trouble |
iew Instrum

al 4y S

GC Data GC Remote Message Cente
Processing Control
The Message Center
Disconnect ] [ Log Off ]

B L S NP S P S Y

T



* In the ‘Instrument Cameras Available’
browser window (a) click on the
‘Shimadzu GCMS QP-2010 & GC QP-
2010’ link to load the camera image.

 Note that the same camera is used for
two different instruments.

« To control the camera position click
on the ‘Start Control’ button (b). You
may have to click it twice.

(@)
/= Instrument Cameras Available - Windows Inter... |:||E||E|
E - |g, https: finstrum V| a | +y| | X |
. Google |Gl w|Goo gD P () Settingsw

>

"Il:f '-‘.ﬁf [@Instrument Cameras Avail. . I_l @ T E]

Please Select the Instrument Camera Desired

s Nicolet Baman FTIR
s Thermo Finnigan Survevor HPLC
o Shimadzu GCMS QP-2010 & GC QP-201

[ 0 Inkernet

# 100w v

(b) /= GCMS QP-2010 & GC QP-2010, - Windows Internet Explorer

55.’ - |E, https:,l',l'instruments.u:ev| 4[| K |

. Google |G+ v oo B €9» () settings
W [EGCMSQP-zml:u&GCQP-z...]_l - 8 ”

= -

~
=m
iz
Start Control
< | 3
Done €0 Internet #00% -




esets CASPI

When you have control of the
camerathere will be a green
countdown clock above the ‘Start
Control’ button.

Click on the ‘- select camera presets’
drop down and select one of the
presets to move the camerato a
different position.

Only preset positions are available
for viewing.

The ‘GCMS’ presets are for the
GCMS instrument. The ‘GC/FID’
presets are the ones you can use to
view the CASPIE GC.

@‘\;}" ~ |ﬁ, https: | finstruments. c: V| 5|l X |
GE':".SIE |Gv | Go n@u E‘ - ﬁ *» @SettiHQSv

>

w [@GCMEQP-zmn&GCQP-z...I_l - B - dm -

Ea

- select camera prasets - "
4 GCME Full N
— FCIMS Travin - =
pone GCME LCD Panel ® 100% -
GCIFID Full :

GCIFID Trawing
GCIFID LCD
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Remote Control Software (CASPIFE

 To launch the GC control software go back to the CASPIE Web Interface browser
window (a) and click once on the ‘GC Remote Control’ icon.

 Alogin window will appear (b). Use the user ID ‘Student.” No password is required.

) x

(a) ﬂ MetaFrame Presentation Server - Windows Internet Explorer

@ T 2| https:,l',l'instruments.u:aspie.u:urg,l'Citrix,l'MetaFrame,l'site,l’deFault.aspj | . iJ jUJ IJ r] _UJJ "
; - - _l.i - E b :-.-J
- Google [G- viGoo @ B v 1% Bookmarks? HG3ulutiog
% & =~

p
(& MetaFrame Presentation Server l { User |D:

_ Paszword:
Web Interface

E
for MetaFrame® Presentatﬂ

) »
. .. p , - . . GCsolution
Applications d 5 0 Welcome Autho{ : w
oo Bl U Please enter your ac; 2 & :
If ]:uur have trouble i
lew Instrumentsl’ . Cannecting the GC Instrument. ..
L@ J.n'.@ j - |
GC Data GC Remote Message Centm} B
Processing Control L} .
The Message Centers . .
Disconnect ] [ Log Off ] j . : " ) & sSHIMADZU
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onitor CASPI

i

* The status of the instrument can be viewed by opening the instrument monitor.
Click on the eyeball icon (a) at the top of the ‘GC Real Time Analysis 1’ window to

open the instrument monitor.

 The monitor window will open on the right (b) { =
side of the screen (b). {| GCovetem 0N Symemorr|
4| GC Statuz HReady
« The status of the GC should read ‘Ready’. i
i A0C-2tiss
g1 Wiald: 0
2| spL1
,{ Carrier Gaz : ar OFF
(YR G Real Time Analysis 1 (GC-2010 - Student) - [ | Tempewe: 200,200 ©
E File Edit “ew Method Instrument  Acquisition  Data '::; Pressure : 2316/ 2338 kPa
i Total Flaw 2307230 L/ it
El@l @I @EI Iiélﬁﬁj _?J j | Purge Flow : aM OFF |
x| | ; 10710 oL /min
Reaime | | |2/ Ready o { 1| column
LineT-Ch1[FID T} Monitor.  0.98mig: fj | VemEEErEs LA
- Vi) 3 7| FID1(Ch)
|- 10,04 Cﬁnmatugram A . Detector ; oM OFF |
ijw/\j A1 Flame: oM OFF |
] T emperature ZEO0 /2600
i skt ; t akeup Flow ; oM OFF
[ 30.0/300  mb/min
4] H2Flow: M OFF |
; 40.0/400  ml/min
1 i Flow oM OFF |
399.8 /4000 mLl/min
g S ot e e, Rt et




CASPIE

* Open the method file by selecting File | Open Method File (a).
» Select the ‘FAME.gcm’ file and open it (b).

(a) (b)

Fﬁ”‘ GC Real Time Analysis 1 (GC-2010 - Student) - |

i
’":I File Edit View Method Instrument Acquisition Daka

. P, |
= IR Method File... = el -
| = Close Method File ¥l EEI_ED il

Cpen Reference Data File. . i
[ ]

Open Method File ilil

Look in: Ix Pu-17-0103a% on 'CASPIE File Sewmj = 5 Ef-

@ FaAME. gcm

Clase Reference Data File

Manitar:  30.33m

Select Project{Folder). ..
File Search,.. B
Audit Trail, ..
Frint Setup. .. File mame: ||
Print Methad File 3
Files of type: | GC Method File [*.aom) =

1 Z\FAME.gcm
2 Cvernight, gcm
3 Z\FAMEL . gcm

Exit

Method File Properties. .. j

L P e P



Parameters %

CASPIE

* Download the information in the method to the instrument by selecting
Acquisition | Download Instrument Parameters.

o

+13 OC Real Time Analysis 1 (GC-2010 - Student) - [Acquisition - FAME.gem]

[ Ele Edt view Method Instrument | Acquisition Data Tnols window Help
G . Sample Login,. .
=@ 3| s B [WEl G
_ Skart Single Run FS
=zl =l .
olReady '~ S
~ Line1-Ch1(FID]: Download Instrument Parameters \
e L1 0)
. _ 1040 Chromatogram
Canfiguration 1
and
b aintenance
7.5
5.0
O Tl I R P

10



(@)

* Open the Batch
Processing window by
clicking on the ‘Batch
Processing’ icon on the
left side of the window

(a).

* Open the batch file you
created previously. To
do this select File |
Open Batch File (b).

» Select your batch file
and click Open (c).

e
L

- GC Real Time Analysis

[ Eile Edit Wiew Method

i
[ ==

Configuration

Instrument
Parameters

Calibration
Curve

# of
# of
| el

(b)

Close Batch File. ..

Sawve Batch File
Save Batch File As. ..

Select Project{Folder). ..

Fil= Search...

Prink Setup...
Prink...

Batch File Properties. ..

1 Z:\Batch052308. gch
Z Z:\FAMEEatch.gch

Filz name: |Eatch0523EIB.gcl:n

Files of type: | GC Batch File [*.gch)

11
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CASPIE

 Check your batch table to make sure it is correct.

« Click on the green ‘Start’ button located on the left side of the window (a) to initiate
the batch run.

 The chromatogram/acquisition window will appear (b). The batch table will be
displayed above the chromatogram window.

(@) (b)

ﬁ" GC Real Time Analysis 1 (GC-2010 - Student) - [Acquisition - FAME.gcmi(Read only), FAMEstd05230

gﬂ. GC Real Time .i-'l.I'IEIl}FSiS 1 {GC_I(”U i Student] : : ] E File Edit Wiew Method Instrument Acquisition Data Tools Mindow Help 4
File Edit ‘Miew Instrument Batch Tools Window  Helfd ﬁl@l @I Qlul ﬂﬂl Ii ;IQW il EI LM-ILM-“!‘H:"M-' @l@l ﬁ
D|=|el| & avs &[5=(o| (W Efq EEETE
QIder; £
;IEI f Sample Name Sample ID Sample Type Method File Data File
Folder. 2% GLC 57 FAME Standard|FAME Standard | 0:Unknown FAME.gem FAME stdD52308.gcd
Yialtt Sample Hame FAME Sample FAMEDT (:Unkn FAME.gcm FaAMEQS2308-1.gcd ‘
1 1 GLC 87 FAME Standard
2 10 [FAME Sample 4
3 11 |FAME Sample - N
4 12 |FAME Sample =l Ready(Standby) _
g 13 |FAME Sample i Line1-Ch1[FID1]: Monitor:  100.27min 2408 Cursor i
G 14  |FAME Sample 1 L1 0,000)
i 1754 Chromatogram
i

Batch Table

YWizard

1.00+

;
1 .SD—:
1 .25—- {
le

2l N S &.
T R i _an‘.u. A__”__\‘ o st e "‘“-.-’ B T
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o CASPIE

o At the start of the run 2| Acquire
the instrument W|” take Line'l-Eh1[FID1]:\M::nnitn:nr: 113min 453 Curzor 07Tmin 178700y
a few seconds to get e ke o _ Zero Adst |
the sample ready. f - ; _Snapshat |
. u 40
« After the sampleis R -
injected the GC status o] a0
will show ‘Acquire’. : :
« The acquisition window | 19 70
displays the progress : -
0.75 o
of the run. ] : -
* You can scale the 0.50 50
chromatogram by 5 :
using the scaling tools | **3 40
shown. : \ _
IZI.EID_ _—3EI
E N
-EI.SEI—: ;—1IZI j
- T S o o :n g
0.0 25 5.0 75 i
Kl ]
| A Acquisition 13




e It will take 7 minutes to collect each
chromatogram.

» After each sample run, the GC is returned to
initial temperature conditions. This will take
a couple of minutes.

 An example chromatogram collection is

shown here.
(3)

(1)

5| Acquire
Line1-Chi[FID]: Monitor:  E.95min 8620y Cursor.  0.07min  BE2E5UW
w31 0,000) ©
g pJChromstocrEHn
8.0 a0
7.0 a0
6.0 gl
504 -0
4_0_- 50
3_0_- 40
2.0 F30
1.0 Ju i 20
] \ JJMJ{
-1.04 T T T T T T T T T 0
oo 1.0 20 30 40 20 6.0 7.0 g0 9.0 min

(2)

=l Acquire
Line1-Chi[FIDT]: Monitor:  0.63min 171wy Cursor:  0.37min  7B0BELY
Lvix10,000) C
g U_(Zl'vrome:togr'am
8.0 a0
70 80
5.0 F7o
5.0 60
4.0 50
3.0+ 40
204 30
1.0+ 20
00+—- 10
1.0 T T T 0
00 10 20 30 40 50 &0 70 X an
&l Acquire
Line1-Ch1[FID1); Monitor: ~ 1.94min 1440 Cursor. 0.10min 78286uY
u(10,000) c
a0 [Chiomatogrpn
.0 re
7.0 re
60 e
504 &0
4.0+ s
30 |40
2.0+ 30
1.0 [0
0.0 ] |— — 10
10 20 30 4.0 50 6.0 70 8.0 8.0

oo
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CASPIE

« Monitor the progress of the run by noting the highlighted row in the batch window (a).
 The instrument will automatically proceed down the list of samples in the batch file.

 The vial number of the current run is also displayed on the GC injector tower. You
can view the injector tower with the camera (b).

(@)

FT':! GC Real Time Analysis 1 (GC-2010 - Student) - [Acquisition - FAME.gcmiRead
lj File Edit Wiew Method Instrument Acquisition Data Tools Window Help
|| & s = WEae 2 | R
Ba 1 O8.gch
Folder: Z:% 1
Yialit Sample Hame Sample ID Sample Type Method File ¢
1 1 GLC 87 FAME Standard |FAME Standard |O:Unknown FAME gz
B
L |
==l ;
Batch Bl Ready(Standby) :
Line1-Ch1[FIDT): Monitor.  8.44min  -10u" Cursor.  5.33min 26734
U (> 00,000)
Chiromatogram 4
2.?5 —— __LM__‘__ P F-_ﬂlJ‘_“‘ﬂ__?‘.x*ﬂx f"'“-.n"‘ - J

A=Y,
Ll
Start Control

15
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CASPIE

 When the batch is finished and chromatograms are collected for all your samples the
chromatogram/acquisition window will disappear.

* You are now finished collecting data and can exit the program.

ﬁ‘! GC Real Time Analysis 1 (GC-2010 - Student) - [Batch Table - Batch052308.ach]

File Edit Mjew Instrument EBatch Tools wWindow  Help
D=6 & s &2 [[FE 2 @B x| o[s|=t[=®==E] aler| =0
1]

Falder: % 1
Yialtt Sample Hame Sample ID Sample Type Method File D ata File 1

1 1 GLC 87 FAME Standard | FAME Standard |0 nknown FarE . gom FarE std052:308.gcd .

2 10 [FAME Sample FardEDT : U nk:ron FarE . gom FAMENSZ2308-1.gcd r
3 11 FaRE Sample FarEDZ : Uk ronan FaRE . gom FAMENSZ2308-2.gcd E
4 12 |FAME Sample FardEDS 0: Uk rown FarE . gom FAMENS2308-3.0cd i

] 13 |FAME Sample FARMED4 D:Unknown FAME. gom FAMEDS2308-4.ged ¥

B 14  |FAME Sample FARMEDS 0:Unknovn FARME .gocm FAMEDSZ308-5.ged

]

1

;

|
o e r"""'"“ el e A e e ; e, A "“"""\"A\ i o, B —‘J
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* Remember, DO NOT make any changes to the instrument.

» Exit the GC Real Time Analysis software.

M=l

File

e Batch File
Qpen Batch File. .
Close Batch File. .

Edit  Wew Instrument Bakch  Toof

Save Batch File
Save Batch File as. ..

Save Batch As Template. ..

Select ProjectiFaolder). ..

File Search. ..

Prink Setup...
Prink...

Batch File Properties. ..

1 Batch052308, gch

2 ChECsolukion), . \GLCETrep.och
3 FAME Jan-26-07.gch

4 FAMEFeb-08-07.gcb
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